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Uehara et al., http://www.jcb.org/cgi/content/full/jcb.201302123/DC1 Figure S1 . Stem body misalignment in Kif2A-depleted cells. (A-C) Correlative light microscopy and EM to localize RacGAP1-GFP in anaphase. Displayed in A are serially sectioned transmission EM images of the equatorial region. Numbers show each section (0.9 µm thickness), and arrows indicate stem bodies. Tracing of stem bodies in EM images is presented in B, and a confocal section of RacGAP1-GFP fluorescence in the corresponding area is displayed in C. RacGAP1-GFP signals colocalized with the clusters of stem bodies identified in EM. (D) RacGAP1-GFP dynamics in anaphase. Time 0 corresponds to anaphase onset. (E) Confirmation of Kif2A knockdown by immunoblotting using extracts from cells treated with different siRNAs. Immunoblotting of anti--tubulin was used as the loading control. (F) Frequency of misaligned stem bodies in control or Kif2A RNAi cells. Four independent siRNA constructs were tested for Kif2A. The mean ± SE of three independent experiments is shown (≥28 cells were analyzed for each treatment). Statistically significant differences from the control are indicated by single (P < 0.05, t test) or double (P < 0.01, t test) asterisks. Table S4 . (H) RacGAP1-GFP cell in anaphase. The region indicated by the red box is magnified on the right. Red arrows indicate the motion of a stem body that was misaligned but subsequently incorporated into the equatorial plane. (I) Model for stem body alignment by Kif2A and Aurora B. When the asymmetric lengths of a coupled icMT cause misalignment of a stem body, Kif2A-mediated MT depolymerization is inhibited at the stem body-proximal end, whereas it remains active at the stem body-distal end. This biased depolymerization cancels the length asymmetry of the coupled icMT and supports stem body (SB) realignment to the equator. Bars, 5 µm. Figure S5 . Impact of MKLP2 depletion on central spindle length. Length of the central spindle in control or MKLP2-depleted cells. The mean ± SE of ≥36 cells from two independent experiments is shown. An asterisk indicates a statistically significant difference from the control (P < 0.001, t test). 
Restriction sites are underlined. Table S4 . Parameter values used in simulations Note that parameters marked by minus signs were not used in the corresponding simulations.
